Table S1. Oligonucleotide primers.

Name Sequence (5’ to 3°) Target Amplified Product (bp) Position on BM6001
Genome (CP107038)
1IF1255 GAACCACTAGTCACATAGGAT ®BM6001.2, left chromosomal junction ®BM6001.2 reconstituted target site 1,556,538 — 1,556,558
(267)
IF1258 CTAATATCGCTCGGACAGTTT ®BM6001.2, right chromosomal junction 1,599,227 — 1,599,247
1IF1256 ACGGAACACTGGCAGACAA ®BM6001.2, 5° end ®BM6001.2 episomal form (424) 1,556,832 — 1,556,850
IF1257 CTACTGAAGATATGGAGGAT ®BM6001.2, 3° end 1,598,872 — 1,598,891
1IF1259 TCGGGTATACTATAGACGGTT ®BM6001.1, left chromosomal junction ®BM6001.1 reconstituted target site 41,958 — 41,978
(239)
1F1262 GCAATCTCAGCCTCTCTCAA ®BM6001.1, right chromosomal junction 78,283 — 78,302
IF1260 CGAACTTGCTGAAGCGACA ®BM6001.1, 5° end ®BM6001.1 episomal form (479) 42,223 — 42,241
1IF1261 CGGTCACTAGACTTGCGAT ®BM6001.1, 3’ end 77,870 — 77,888
IF1263 CGCCCATCTGCTTGTAACTT ®BM6001.3, left chromosomal junction ®BM6001.3 reconstituted target site 2,042,119 —-2,042,138
(373)
IF1266 GAGTCAACCGCACCATGAA ®BM6001.3, right chromosomal junction 2,081,334 — 2,081,352
1IF1264 GGATAGAGGACCAAGAGGTT ®BM6001.3, 5° end ®BM6001.3 episomal form (332) 2,042,410 — 2,042,429
IF1265 TACAGAGCAAGTCAGCCGAA ®BM6001.3, 3° end 2,080,923 — 2,080,942
1F1267 AGCAGATACTGACGAAGACTT ®BM6001.4, left chromosomal junction ®BM6001.4 reconstituted target site 2,603 — 2,623
(700)
1IF1271 CAATCGCATCTACTTCACGAA ®BM6001.4, right chromosomal junction 21,866 — 21,886
1IF1268 TACCTATCAGCAACCAGCAA ®BM6001.4, 3’ end ®BM6001.4 episomal form (361) 3,163 - 3,182
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